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TableS1. The interactions detail of the indole analogs into the active catalytic pocket of the indole analogs ACHe (4M0E)
	No
	Hydrobophic Bond
	Hydrogen Bond

	
	Bonding Type
	Protein
	Ligand
	Distance (Å)
	Bonding Type
	Protein
	Ligand
	Distance (Å)

	
	
	Interacting Amino Acids
	Interacting Atoms or Rings
	
	
	Interacting Amino Acids
	Interacting Atoms or Rings
	

	2
	alkyl
	Val408
	-Ph
	3.12
	Conventional H bond
	Arg521
	-O
	3.94

	
	
	Lys332
	-CH3
	3.40
	
	Tyr510
	-O
	1.91

	
	
	Lys332
	-H
	3.34
	
	Lys332
	-H
	2.08

	
	
	
	
	
	π-cation
	Arg525
	-Ph
	2.49

	
	
	
	
	
	
	Arg525
	-H
	2.22

	
	
	
	
	
	π-sigma
	Val330
	-Ph
	3.34

	
	
	
	
	
	
	Val429
	-H
	3.50

	
	
	
	
	
	
	Val429
	-Ph
	3.68

	4a
	π-alkyl
	Lys332
	-CH3
	3.29
	Conventional H bond
	Arg521
	-O
	2.09

	
	
	Lys332
	-H
	
	
	Tyr510
	-O
	1.99

	
	
	Val429
	-CH3
	3.22
	
	Lys332
	-H
	2.29

	
	alkyl
	Val408
	-Ph
	3.94
	π-cation
	Arg525
	-Ph
	3.27

	
	
	Arg525
	-CH3
	3.73
	π-sigma
	Val429
	-Ph
	3.48

	
	
	Arg525
	-CH3
	2.92
	
	Val330
	-Ph
	3.94

	
	
	
	
	
	
	Val429
	-H
	3.17

	
	
	
	
	
	π-donor H bond
	Arg525
	-Ph
	2.56

	4b
	alkyl
	Val408
	-Ph
	3.35
	Conventional H bond
	Arg521
	-O
	2.97

	
	
	Val330
	-Ph
	3.35
	
	Tyr510
	-O
	1.71

	
	π-alkyl
	Lys332
	-CH3
	3.13
	
	Lys332
	-H
	2.22

	
	
	Lys332
	-H
	3.23
	π-cation
	Arg525
	-Ph
	2.55

	
	
	Tyr510
	-CH3
	2.88
	π-donor H bond
	Arg525
	-H
	2.12

	
	
	
	
	
	π-sigma
	Val429
	-Ph
	3.61

	
	
	
	
	
	
	Val329
	-H
	3.35

	4c
	alkyl
	Val408
	-Ph
	3.16
	Conventional H bond
	Tyr510
	-H
	2.13

	
	π-alkyl
	Lys332
	-CH3
	3.30
	
	Gly523
	-H
	2.64

	
	
	Arg525
	--Ph
	3.93
	
	Arg521
	-O
	3.21

	
	
	
	
	
	
	Lys332
	-H
	2.11

	
	
	
	
	
	π-cation
	Arg525
	-H
	2.29

	
	
	
	
	
	π-sigma
	Val330
	-Ph
	3.36

	
	
	
	
	
	
	Val429
	-Ph
	3.92

	
	
	
	
	
	
	Val429
	-H
	3.27

	
	
	
	
	
	π-donor H bond
	Arg525
	-Ph
	3.01

	4d
	alkyl
	Arg393
	-H
	3.21
	Conventional H bond
	Asp400
	-H
	3.78

	
	
	Ala397
	-H
	3.71
	
	
	
	

	
	π-alkyl
	Leu394
	-H
	3.08
	Carbon H bond
	Tyr382
	-Ph
	3.72

	
	
	Ala397
	-CH3
	4.00
	
	Tyr382
	-CH2
	1.75

	
	
	Ala397
	-H
	3.44
	π-sigma
	Ala397
	-H
	3.78

	
	Van Der Walls
	Thr383
	-cylopenthyl
	3.72
	
	
	
	

	
	
	
	
	
	π-π stacked
	Ala397
	-Ph
	2.67

	
	
	
	
	
	Amide π stacked
	Tyr382
	-Ph
	2.82

	4e
	alkyl
	Val408
	-Ph
	3.15
	Conventional H bond
	Arg521
	-O
	3.95

	
	
	
	
	
	
	Tyr510
	-O
	1.72

	
	
	
	
	
	
	Lys332
	-H
	3.23

	
	
	Lys332
	-CH3
	3.08
	π-cation
	Arg525
	-H
	3.29

	
	π-alkyl
	Lys332
	-H
	2.19
	π-sigma
	Val429
	-H
	3.35

	
	
	
	
	
	
	Val429
	-Ph
	3.86

	
	
	
	
	
	
	Val330
	-Ph
	3.26

	
	
	
	
	
	π-donor H bond
	Arg525
	-Ph
	2.49

	4f
	alkyl
	Leu394
	-Ph
	2.87
	Conventional H bond
	Arg356
	-O
	2.35

	
	
	
	
	
	
	Asp400
	-H
	2.89

	
	
	Arg383
	-H
	3.44
	Carbon H bond
	Asp384
	-CH2
	1.80

	
	
	
	
	
	
	Tyr382
	-CH2
	3.71

	
	
	Phe359
	-H
	3.71
	π-sigma
	Ala397
	-H
	2.79

	
	π-alkyl
	Ala397
	-CH3
	4.00
	
	
	
	

	
	
	Ala397
	-CH3
	3.44
	Amide π- stacked
	Tyr382
	-Ph
	2.81

	
	
	Ala397
	-morpholinyl
	3.57
	
	
	
	

	
	Van Der Walls
	Thr383
	-morpholinyl
	3.88
	
	
	
	

	4g
	alkyl
	Val408
	-Ph
	3.06
	Conventional H bond
	Tyr510
	-O
	1.71

	
	
	Val430
	-Ph
	3.54
	
	Arg511
	-O
	2.11

	
	
	
	
	
	
	Lys332
	-H
	3.24

	
	π-alkyl
	Lys332
	-CH3
	3.13
	π-sigma
	Val429
	-Ph
	3.92

	
	
	
	
	
	
	Val429
	-H
	3.24

	
	
	Lys332
	-cylopenthyl
	2.20
	π-donor H bond
	Arg525
	-Ph
	3.27

	
	
	
	
	
	π-cation
	Arg525
	-cylopenthyl
	2.46

	4h
	alkyl
	Val408
	-Ph
	3.27
	Conventional H bond
	Tyr510
	-H
	1.85

	
	
	Arg525
	-Ph
	3.75
	
	Gly523
	-H
	

	
	π-alkyl
	Val330
	-Ph
	3.34
	
	Lys332
	-H
	3.25

	
	
	Lys332
	-CH3
	3.24
	
	Arg521
	-O
	2.09

	
	
	
	
	
	
	Thr510
	-O
	1.75

	
	
	
	
	
	π-sigma
	Val429
	-Ph
	3.34

	
	
	
	
	
	
	Val429
	-cylopenthyl
	3.46

	
	
	
	
	
	π-cation
	Arg525
	-cylopenthyl
	2.42

	
	
	
	
	
	π-donor H bond
	Arg525
	-Ph
	3.28

	4i
	alkyl
	Val408
	-Ph
	3.33
	Conventional H bond
	Tyr510
	-O
	1.96

	
	
	Arg525
	-Ph
	3.77
	
	Arg521
	-O
	1.96

	
	
	Ala526
	-CH3
	2.07
	
	Lys332
	-H
	2.28

	
	π-alkyl
	Val330
	-Ph
	3.41
	
	Ala526
	-O
	3.01

	
	
	Lys332
	-CH3
	3.23
	Carbon H bond
	Arg522
	-CH3
	3.77

	
	
	
	
	
	π-sigma
	Val429
	-Ph
	3.41

	
	
	
	
	
	
	Val429
	-cylopenthyl
	3.48

	
	
	
	
	
	π-cation
	Arg525
	-cylopenthyl
	2.49

	
	
	
	
	
	π-donor H bond
	Arg525
	-Ph
	2.75

	4j
	alkyl
	Val408
	-Ph
	3.16
	Conventional H bond
	Gly523
	-H
	3.10

	
	
	Arg525
	-Ph
	3.90
	
	Tyr510
	-O
	1.84

	
	
	Ala525
	-Ph
	3.98
	
	Arg521
	-H
	2.15

	
	
	Arg525
	-CH3
	3.84
	π-sigma
	Val429
	-Ph
	3.48

	
	π-alkyl
	Lys332
	-CH3
	3.29
	
	Val330
	-Ph
	3.63

	
	
	
	
	
	
	Val429
	-cylopenthyl
	3.75

	
	
	Lys332
	-cylopenthyl
	2.10
	π-cation
	Arg525
	-cylopenthyl
	2.15

	
	
	
	
	
	π-donor H bond
	Arg525
	-Ph
	2.43
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Fig.S1. 2 D and 3D interaction profile and detailed binding mode of best-posed the indole analogs into the ACHe receptor
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TableS2. The interactions detail of the indole analogs into the active catalytic pocket of the indole analogs BCHe (5NNO)
	No
	Hydrobophic Bond
	Hydrogen Bond

	
	Bonding Type
	Protein
	Ligand
	Distance (Å)
	Bonding Type
	Protein
	Ligand
	Distance (Å)

	
	
	Interacting Amino Acids
	Interacting Atoms or Rings
	
	
	Interacting Amino Acids
	Interacting Atoms or Rings
	

	2
	π-alkyl
	Phe329
	-Ph
	4.54
	Conventional H bond
	Pro285
	-H
	2.31

	
	
	Leu286
	-CH3
	3.63
	
	His438
	-O
	2.04

	
	
	
	
	
	
	Gly116
	-O
	2.98

	
	
	
	
	
	π-π T-shaped
	Phe329
	-Ph
	4.54

	
	
	
	
	
	
	Phe329
	-cylopenthyl
	4.71

	
	
	
	
	
	
	Trp231
	-Ph
	4.64

	4a
	π-alkyl
	Ala328
	-CH3
	3.60
	Conventional H bond
	Asp70
	-H
	2.00

	
	
	Ala328
	-cylopenthyl
	3.55
	
	Tyr332
	-H
	2.72

	
	
	Trp82
	-CH3
	3.31
	
	His438
	-H
	2.05

	
	alkyl
	Tyr440
	-CH3
	2.72
	π-cation
	His438
	-Ph
	2.85

	
	
	Met437
	-CH3
	3.86
	π-sigma
	Trp430
	-CH3
	3.52

	
	
	Trp82
	-CH3
	3.96
	Carbon H bond
	Tyr332
	-CH2
	3.71

	
	
	
	
	
	π-π-stacked
	Trp82
Trp82
	-Ph
-cylopenthyl
	4.02
3.73

	4b
	alkyl
	Leu442
	-CH3
	3.87
	Conventional H bond
	Asp70
	-O
	3.45

	
	
	Leu286
Trp82
	-Ph
-CH3
-CH3
	3.80
3.94
	
	Gln67
	-O
	1.98

	
	π-alkyl
	His438
	
	2.47
	
	
	
	

	
	
	
	
	
	π-π T-shaped
	Gly116
Gly116
	-Ph
-cylopenthyl
	3.33
4.07

	
	
	
	
	
	Amide π-stacked
	Trp231
Phe329
Phe329
	-Ph
-Ph
-cylopenthyl
	5.12
3.33
5.00

	
	
	
	
	
	π-sigma
	Trp82
	-Ph
	5.00

	4c
	alkyl
	Ile69
	-CH3
	3.99
	Conventional H bond
	Asp70
	-H
	3.30

	
	
	Ala328
	-Ph
	3.15
	
	Gln67
Trp82
	-H
-Ph
	2.30
3.38

	
	π-alkyl
	Pro84
	-CH3
	3.78
	π-sigma
	
	
	

	
	
	
	
	
	π-lone pair
	Trp82
	-H
	4.10

	
	
	
	
	
	π-π stacked
	Trp82
	-cylopenthyl
	3.78

	4d
	π-alkyl
	Leu286
	-Ph
	3.70
	Conventional H bond
	Pro285
	-H
	2.30

	
	
	Phe329
	-CH3
	3.66
	
	Gly116
	-O
	2.95

	
	
	
	
	
	
	His438
	-O
	3.05

	
	
	His438
	-pyrollinyl
	2.06
	Carbon H bond
	Glu197
	-pyrollinyl
	4.51

	
	
	Trp82
	-pyrollinyl
	3.64
	
	
	
	

	
	
	
	
	
	π-sigma
	Trp82
	-H
	4.65

	
	
	
	
	
	π-π T-shaped
	Phe329
	-Ph
	4.71

	
	
	
	
	
	
	Phe329
	-cylopenthyl
	4.51

	
	
	
	
	
	
	Trp231
	-Ph
	3.57

	4e
	π-alkyl
	His438
	piperidinyl
	2.12
	Conventional H bond
	Gly116
	-O
	4.67

	
	
	Leu286
	-Ph
	3.99
	
	His438
	-O
	3.10

	
	
	Trp82
	piperidinyl
	3.30
	
	Pro285
	-H
	2.20

	
	
	Phe329
	-CH3
	3.73
	π-π T-shaped
	Phe329
	-cylopenthyl
	3.57

	
	
	
	
	
	
	Trp231
	-Ph
	3.76

	
	
	
	
	
	
	Phe398
	-Ph
	4.55

	4f
	π-alkyl
	Leu286
	-Ph
	3.79
	Conventional H bond
	Gly116
	-O
	2.78

	
	
	
	
	
	
	His438
	-H
	3.27

	
	
	
	
	
	
	Pro285
	-H
	2.34

	
	
	His438
	-morpholinyl
	2.26
	Carbon H bond
	Glu197
	-morpholinyl
	4.99

	
	
	Trp82
	-morpholinyl
	3.87
	π-π T-shaped
	Trp231
	-Ph
	4.70

	
	
	Phe329
	-CH3
	4.52
	
	Phe329
	-cylopenthyl
	4.52

	4g
	π-alkyl
	Trp82
	-CH
	3.83
	Conventional H bond
	Pro285
	-H
	2.21

	
	
	Leu286
	-Ph
	3.59
	
	Gly116
	-O
	3.09

	
	
	
	
	
	
	His438
	-O
	2.11

	
	
	Phe329
	-CH3
	3.76
	π-π T-shaped
	Trp231
	-Ph
	4.68

	
	
	
	
	
	
	Phe329
	-H
	4.51

	
	
	
	
	
	
	Phe329
	-cylopenthyl
	4.74



	4h
	π-alkyl
	Ala328
	-Ph
	3.69
	Conventional H bond
	Gly116
	-O
	2.92

	
	
	Leu286
	-Ph
	3.95
	
	
	
	

	
	
	Trp82
	-CH3
	3.89
	π-donor H bond
	Trp82
	-H
	4.40

	
	Van Der Walls
	Gly117
	-Ph
	2.17
	
	
	
	

	
	
	
	
	
	π-sigma
	His438
	-Ph
	2.37

	
	
	
	
	
	π-π T-shaped
	Trp231
	-cylopenthyl
	4.51

	
	
	
	
	
	
	Gly116
	-Ph
	1.83

	
	
	
	
	
	
	Phe329
	-Ph
	2.85

	
	
	
	
	
	Amide π-stacked 
	Phe329
	-Ph
	5.03

	
	
	
	
	
	
	Trp82
	-cylopenthyl
	5.08

	
	
	
	
	
	
	His438
	-cylopenthyl
	3.31

	4i
	π-alkyl
	Ala328
	-Ph
	3.58
	Conventional H bond
	Gly116
	-O
	2.99

	
	
	Leu286
	-Ph
	3.82
	
	
	
	

	
	
	Trp82
	-CH3
	3.94
	π-donor H bond
	Trp82
	-cylopenthyl
	4.46

	
	Van Der Walls
	Gly117
	-Ph
	2.24
	
	
	
	

	
	
	
	
	
	π-sigma
	His438
	-Ph
	3.26

	
	
	
	
	
	π-π T-shaped
	Trp231
	-Ph
	4.67

	
	
	
	
	
	
	Gly116
	-Ph
	2.99

	
	
	
	
	
	
	Phe329
	-Ph
	5.27

	
	
	
	
	
	Amide π-stacked
	Phe329
	-Ph
	3.85

	
	
	
	
	
	
	Trp82
	-Ph
	4.99

	
	
	
	
	
	
	His438
	-cylopenthyl
	2.34

	4j
	alkyl
	Ala328
	-Ph
	3.49
	Conventional H bond
	Gly116
	-H
	2.84

	
	
	Leu286
	-Ph
	3.89
	
	Gly116
	-O
	3.23

	
	
	Leu286
	-CH3
	
	
	Ser198
	-H
	2.09

	
	
	
	
	
	
	His438
	-H
	3.12

	
	π-alkyl
	Trp82
	-CH3
	3.82
	π-cation
	His438
	-cylopenthyl
	4.46

	
	
	His438
	-CH3
	2.28
	Amide π-stacked
	Phe329
	-Ph
	5.07

	
	Van Der Walls
	Gly117
	-Ph
	2.84
	
	
	
	

	
	
	
	
	
	π-π T-shaped
	Gly116
	-Ph
	3.23

	
	
	
	
	
	
	Trp231
	-Ph
	4.92


continued




























Fig.S2. 2 D and 3D interaction profile and detailed binding mode of best-posed the indole analogs into the BCHe receptor
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TableS3. The interactions detail of the indole analogs into the active catalytic pocket of the indole analogs GST (3DK9) 
	No
	Hydrobophic Bond
	Hydrogen Bond

	
	Bonding Type
	Protein
	Ligand
	Distance (Å)
	Bonding Type
	Protein
	Ligand
	Distance (Å)

	
	
	Interacting Amino Acids
	Interacting Atoms or Rings
	
	
	Interacting Amino Acids
	Interacting Atoms or Rings
	

	2
	alkyl
	Ala342
	-CH3
	3.37
	Conventional H bond
	Cys58
	-O
	

	
	
	
	
	
	
	Ser30
	-O
	2.32

	
	
	
	
	
	
	Asp331
	-H
	2.77

	
	
	
	
	
	π-anion
	Asp331
	-Ph
	3.58

	
	π-alkyl
	Ala342
	-Ph
	3.96
	
	
	
	

	
	
	Cys58
	-Ph
	3.24
	
	
	
	

	
	
	Cys63
	-Ph
	3.63
	
	
	
	

	4a
	π-alkyl
	Ala130
	-H
	3.01
	Conventional H bond
	Glu50
	-H
	2.35

	
	
	Leu298
	-Ph
	3.16
	
	Ser51
	-O
	1.94

	
	
	Ala130
	-CH3
	2.56
	
	Ala130
	-H
	2.12

	
	alkyl
	Ile26
	-CH3
	3.20
	π-π-stacked
	His129
	-H
	1.72

	
	Van der Waals
	Asn294
	-CH3
	3.55
	
	His129
	-Ph
	2.12

	
	
	
	
	
	π-sigma
	Thr156
	-Ph
	3.30

	4b
	alkyl
	Leu298
	-Ph
	3.00
	Conventional H bond
	Glu50
	-H
	2.59

	
	
	Ala130
	-CH3
	2.23
	
	Ser51
	-O
	1.70

	
	
	Ala130continued


	-H
	3.44
	
	
	
	

	
	
	Val49
	-CH3
	3.12
	
	
	
	

	
	π-alkyl
	Ile26
	-CH3
	3.87
	
	Ala130
	-H
	2.48

	
	
	Ile26
	-H
	3.12
	
	
	
	

	
	
	
	
	
	π-sigma
	Thr156
	-Ph
	3.16

	
	
	
	
	
	
	Thr156
	-H
	1.70

	
	
	
	
	
	π-π-stacked
	His129
	-Ph
	1.75

	
	
	
	
	
	
	His129
	-H
	2.48

	4c
	alkyl
	Val49
	-CH3
	3.01
	Conventional H bond
	Glu50
	-H
	2.52

	
	
	Ala130
	-CH3
	3.94
	
	Ser51
	-O
	1.90

	
	
	Ala130
	-H
	3.48
	
	Ala130
	-H
	2.18

	
	π-alkyl
	Leu298
	-Ph
	3.26
	Carbon H bond
	Glu50
	-O
	3.05

	
	
	Ile26
	-CH3
	3.75
	
	
	
	

	
	
	Ile26
	-H
	3.54
	π-sigma
	Thr156
	-Ph
	2.34

	
	
	
	
	
	
	Thr156
	-H
	3.36

	
	
	
	
	
	π-π stacked
	His129
	-H
	2.49

	
	
	
	
	
	
	His129
	-Ph
	3.82

	4d
	alkyl
	Val49
	-CH3
	3.03
	Conventional H bond
	Ser51
	-O
	1.98

	
	
	Ala130
	-H
	3.99
	
	Ala130
	-H
	2.22

	
	
	Ala130
	-CH3
	3.54
	Carbon H bond
	Gly27
	-O
	

	
	π-alkyl
	Ile26
	-CH3
	3.82
	
	Glu50
	-O
	2.80

	
	
	Leu298
	-Ph
	3.10
	π-sigma
	Thr156
	-H
	3.47

	
	
	
	
	
	
	Thr156
	-Ph
	3.54

	
	
	
	
	
	π-π stacked
	His129
	-H
	2.37

	
	
	
	
	
	
	His129
	-Ph
	3.00

	4e
	alkyl
	Leu298
	-Ph
	3.07
	Conventional H bond
	Ser51
	-O
	1.97

	
	
	
	
	
	
	Ala130
	-H
	2.21

	
	
	Ala130
	-H
	3.97
	Carbon H bond
	Glu50
	-O
	2.92

	
	π-alkyl
	Val49
	-CH3
	3.02
	π-sigma
	Thr156
	-H
	3.38

	
	
	Ile26
	-CH3
	3.81
	
	Thr156
	-Ph
	3.40

	
	
	Ile26
	-H
	3.38
	π-π stacked
	His129
	-H
	2.35

	
	
	
	
	
	
	His129
	-Ph
	3.35

	
	
	
	
	
	Unfavorable bond
	Glu50
	-N
	3.40

	4f
	alkyl
	Leu298
	-Ph
	3.15
	Conventional H bond
	Ser51
	-O
	1.82

	
	
	
	
	
	
	Ala130
	-H
	2.18

	
	
	Ala130
	-H
	3.97
	Carbon H bond
	Thr156
	-CH2
	3.45

	
	
	Ile26
	-H
	2.44
	π-sigma
	Thr156
	-H
	3.84

	
	π-alkyl
	Ile26
	-CH3
	2.18
	
	Thr156
	-Ph
	2.52

	
	
	Ala130
	-CH3
	3.05
	π-π stacked
	His129
	-H
	3.17

	
	
	Val49
	-CH3
	3.09
	
	His129
	-Ph
	3.30

	4g
	alkyl
	Ile198
	-H
	3.44
	Conventional H bond
	Glu201
	-H
	

	
	
	
	
	
	
	Cys63
	-O
	

	
	
	Lys66
	-Ph
	2.12
	Carbon H bond
	Gly62
	-O
	

	
	
	Lys66
	-H
	2.93
	
	Tyr197
	-H
	

	
	π-alkyl
	Cys63
	-CH3
	2.00
	π-sigma
	Ile198
	-Ph
	3.52

	
	
	Cys63
	-CH3
	2.82
	π-donor H bond
	Asp331
	-CH
	4.22

	
	
	
	
	
	
	Asp331
	-CH
	2.45

	4h
	alkyl
	Leu298
	-Ph
	3.68
	Conventional H bond
	Glu50
	-H
	2.53

	
	π-alkyl
	Ile26
	-CH3
	3.68
	
	Ser51
	-O
	1.82

	
	
	Ile26
	-H
	3.52
	
	Ala130
	-H
	2.22

	
	
	Val49
	-CH3
	3.02
	π-sigma
	Thr156
	-Ph
	1.99

	
	
	Ala130
	-CH3
	3.88
	
	Thr156
	-H
	3.04

	
	Van Der Walls
	Gly157
	-CH3
	3.22
	π-π stacked
	Thr156
	-Ph
	3.95

	
	
	
	
	
	Amide π- stacked
	His129
	-H
	2.48

	
	
	
	
	
	
	His129
	-Ph
	3.34

	4i
	alkyl
	Leu298
	-Ph
	3.17
	Conventional H bond
	Glu50
	-H
	2.53

	
	π-alkyl
	Ile26
	-CH3
	3.68
	
	Ser51
	-O
	1.82

	
	
	Ile26
	-H
	
	
	Ala130
	-H
	2.40

	
	
	Val49
	-CH3
	3.02
	π-sigma
	Thr156
	-Ph
	3.40

	
	
	Ala130
	-CH3
	3.88
	
	Thr156
	-H
	3.34
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Fig.S3. 2 D and 3D interaction profile and detailed binding mode of best-posed the indole analogs into the GST receptor
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Figure S4c. GST enzyme activity (%) of the compounds

Figure S4a. AChE enzyme activity (%) of the compounds

Figure S4b. BChE enzyme activity (%) of the compounds
          







Fig.S5. NMR images of the indole analogs 
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