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(E)-N-((4-((2-hydroxynaphthalen-1-yl)diazenyl)phenyl)sulfonyl)acetamide (1)
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FT-IR  (1)
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1H NMR (DMSO-d6 400 MHz) (1)
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1H NMR (DMSO-d6 400 MHz) (1)
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13C NMR (DMSO-d6 100 MHz) (1)
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2D ligand-receptor interaction with 1FDW enzyme , 3FC2 enzyme and5GWK enzyme  (1)
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The binding mode of the ligands with the binding site of Human 17-Beta-Hydroxy Steroid Dehydrogenase (PDB Id: 1FDW), Serine/Threonine-Protein Kinase Receptor, (PDB ID: 3FC2) and Topoisomerase II alpha (5GWK) (1)


MTT assay data (1)


(E)-N-((4-((2-hydroxynaphthalen-1-yl)diazenyl)phenyl)sulfonyl)benzamide (2)
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FT-IR (2)
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1H NMR (DMSO-d6 400 MHz) (2)
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1H NMR (DMSO-d6 400 MHz) (2)
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13C NMR (DMSO-d6 100 MHz) (2)
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13C NMR (DMSO-d6 100 MHz) (2)
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2D ligand-receptor interaction with 1FDW enzyme , 3FC2 enzyme and5GWK enzyme  (2)
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The binding mode of the ligands with the binding site of Human 17-Beta-Hydroxy Steroid Dehydrogenase (PDB Id: 1FDW), Serine/Threonine-Protein Kinase Receptor, (PDB ID: 3FC2) and Topoisomerase II alpha (5GWK) (2)






MTT assay data (2)

(E)-N-((4-((2-hydroxynaphthalen-1-yl)diazenyl)phenyl)sulfonyl)-5-methylisoxazole-3-carboxamide (3)
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FT-IR (3)



[image: ]
1H NMR (DMSO-d6 400 MHz) (3)
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1H NMR (DMSO-d6 400 MHz) (3)
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13C NMR (DMSO-d6 100 MHz) (3)
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13C NMR (DMSO-d6 100 MHz) (3)
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2D ligand-receptor interaction with 1FDW enzyme , 3FC2 enzyme and5GWK enzyme  (3)
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The binding mode of the ligands with the binding site of Human 17-Beta-Hydroxy Steroid Dehydrogenase (PDB Id: 1FDW), Serine/Threonine-Protein Kinase Receptor, (PDB ID: 3FC2) and Topoisomerase II alpha (5GWK) (3)








MTT assay data (3)



(E)-N-((4-((2-hydroxynaphthalen-1-yl)diazenyl)phenyl)sulfonyl)thiazole-2-carboxamide (4)[image: ]
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FT-IR (4)
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1H NMR (DMSO-d6 400 MHz) (4)
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1H NMR (DMSO-d6 400 MHz) (4)
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13C NMR (DMSO-d6 100 MHz) (4)
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13C NMR (DMSO-d6 100 MHz) (4)
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2D ligand-receptor interaction with 1FDW enzyme , 3FC2 enzyme and5GWK enzyme  (4)
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The binding mode of the ligands with the binding site of Human 17-Beta-Hydroxy Steroid Dehydrogenase (PDB Id: 1FDW), Serine/Threonine-Protein Kinase Receptor, (PDB ID: 3FC2) and Topoisomerase II alpha (5GWK) (4)




MTT assay data (4)
(E)-N-((4-((3-formyl-4-hydroxyphenyl)diazenyl)phenyl)sulfonyl)benzamide (5)

[image: ]
	

[image: ]
FT-IR (5)


[image: ]
1H NMR (DMSO-d6 400 MHz) (5)
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1H NMR (DMSO-d6 400 MHz) (5)
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13C NMR (DMSO-d6 100 MHz) (5)
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13C NMR (DMSO-d6 100 MHz) (5)
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2D ligand-receptor interaction with 1FDW enzyme , 3FC2 enzyme and5GWK enzyme  (5)
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The binding mode of the ligands with the binding site of Human 17-Beta-Hydroxy Steroid Dehydrogenase (PDB Id: 1FDW), Serine/Threonine-Protein Kinase Receptor, (PDB ID: 3FC2) and Topoisomerase II alpha (5GWK) (5)




MTT assay data (5)
(E)-N-((4-((3-formyl-4-hydroxyphenyl)diazenyl)phenyl)sulfonyl)-5-methylisoxazole-3-carboxamide (6)
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FT-IR (6)
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1H NMR (DMSO-d6 400 MHz) (6)




[image: ]
1H NMR (DMSO-d6 400 MHz) (6)
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13C NMR (DMSO-d6 125 MHz) (6)
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13C NMR (DMSO-d6 100 MHz) (6)
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2D ligand-receptor interaction with 1FDW enzyme, 3FC2 enzyme and5GWK enzyme (6)
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The binding mode of the ligands with the binding site of Human 17-Beta-Hydroxy Steroid Dehydrogenase (PDB Id: 1FDW), Serine/Threonine-Protein Kinase Receptor, (PDB ID: 3FC2) and Topoisomerase II alpha (5GWK) (6)







MTT assay data (6)
(1)

20	40	60	80	100	93.95796847635728	82.661996497373039	71.015761821366027	58.493870402802102	43.257443082311738	


(2)

20	40	60	80	100	85.201401050788093	47.373029772329254	32.224168126094568	27.057793345008758	19.264448336252194	


(3)

20	40	60	80	100	83.712784588441338	52.539404553415068	40.192644483362528	27.14535901926445	20.66549912434326	


(4)

20	40	60	80	100	60.683012259194399	41.243432574430827	35.814360770577935	16.549912434325748	11.120840630472856	


(5)

20	40	60	80	100	62.171628721541161	44.133099824868651	27.057793345008761	22.066549912434326	18.126094570928196	


(6)

20	40	60	80	100	77.408056042031532	35.464098073555171	17.075306479859897	13.397548161120842	10.210000000000001	
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