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Fig. S1. (a) 3D and (b) 2D molecular docking results of the hCAI/PDB:2CAB+1b.
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Fig. S2. (a) 3D and (b) 2D molecular docking results of the hCAI/PDB:2CAB+1c.
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Fig. S3. (a) 3D and (b) 2D molecular docking results of the hCAI/PDB:2CAB+1d.
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Fig. S4. (a) 3D and (b) 2D molecular docking results of the hCAI/PDB:2CAB+1e.
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Fig. S5. (a) 3D and (b) 2D molecular docking results of the hCAI/PDB:2CAB+1f.
[image: C:\Users\Dell\Desktop\ilhami hoca 1a-f serisi\manuscript\Supporting Information\Fig.S6.PNG]Fig. S6. (a) 3D and (b) 2D molecular docking results of the hCAII/PDB:5AML+1b.
[image: C:\Users\Dell\Desktop\ilhami hoca 1a-f serisi\manuscript\Supporting Information\Fig.S7.PNG]Fig. S7. (a) 3D and (b) 2D molecular docking results of the hCAII/PDB:5AML+1c.
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Fig. S8. (a) 3D and (b) 2D molecular docking results of the hCAII/PDB:5AML+1d.
[image: C:\Users\Dell\Desktop\ilhami hoca 1a-f serisi\manuscript\Supporting Information\Fig.S9.PNG]Fig. S9. (a) 3D and (b) 2D molecular docking results of the hCAII/PDB:5AML+1e.
[image: C:\Users\Dell\Desktop\ilhami hoca 1a-f serisi\manuscript\Supporting Information\Fig.S10.PNG]Fig. S10. (a) 3D and (b) 2D molecular docking results of the hCAII/PDB:5AML+1f.
[image: C:\Users\Dell\Desktop\ilhami hoca 1a-f serisi\manuscript\Supporting Information\Fig.S11.PNG]Fig. S11. (a) 3D and (b) 2D molecular docking results of the AChE/PDB:1EVE+1b.
[image: C:\Users\Dell\Desktop\ilhami hoca 1a-f serisi\manuscript\Supporting Information\Fig.S12.PNG]Fig. S12. (a) 3D and (b) 2D molecular docking results of the AChE/PDB:1EVE+1c.
[image: C:\Users\Dell\Desktop\ilhami hoca 1a-f serisi\manuscript\Supporting Information\Fig.S13.PNG]Fig. S13. (a) 3D and (b) 2D molecular docking results of the AChE/PDB:1EVE+1d.
[image: C:\Users\Dell\Desktop\ilhami hoca 1a-f serisi\manuscript\Supporting Information\Fig.S14.PNG]Fig. S14. (a) 3D and (b) 2D molecular docking results of the AChE/PDB:1EVE+1e.
[image: C:\Users\Dell\Desktop\ilhami hoca 1a-f serisi\manuscript\Supporting Information\Fig.S15.PNG]Fig. S15. (a) 3D and (b) 2D molecular docking results of the AChE/PDB:1EVE+1f.
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