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Supplementary Figure 9A: 3D and 2D complex structure of binding Interaction between ligand and protein (PDB: 1RW8)
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Supplementary Figure 9B: 3D and 2D complex structure of binding Interaction between ligand and protein (PDB: 1XO2)
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Supplementary Figure 9C: 3D and 2D complex structure of binding Interaction between ligand and protein (PDB: 2O2F)
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Supplementary Figure 9D: 3D and 2D complex structure of binding Interaction between ligand and protein (PDB: 3FZ1)
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Supplementary Figure 9E: 3D and 2D complex structure of binding Interaction between ligand and protein (PDB: 4ZY3)
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