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[image: C:\Users\USER\Desktop\Revisio\FR 164  MS;.tif] Figure S1 SM (ESI+) spectrum for MOQTA, recorded on an API 3200 LC/MS/MS mass spectrometer using electrospray ionization (ESI) in positive polarity.
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Figure S2	IR spectrum for MOQTA, recorded on an IR VERTEX 70 FT-IR (Bruker Optics) spectrophotometer
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Figure S3	1H NMR spectrum for MOQTA, recorded on a BrukerAvance (300 MHz) spectrometer, using TMS as the internal standard and DMSO-d6 as solvent.
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Figure S4	13C{1H} NMR spectrum for MOQTA, recorded on a BrukerAvance (300 MHz) spectrometer, using TMS as internal standard and DMSO-d6 as solvent.
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Figure S5	SM (ESI+) spectrum for MPQ, recorded on an API 3200 LC/MS/MS mass spectrometer using electrospray ionization (ESI) in positive polarity.
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Figure S6	IR spectrum for MPQ, recorded on an IR VERTEX 70 FT-IR (Bruker Optics) spectrophotometer
[image: ]

Figure S7	1H NMR spectrum for MPQ, recorded on a « JNM-ECZ500R/S1 FT NMR System de JEOL » spectrometer, using TMS as the internal standard and CHLOROFORM-D as solvent.
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Figure S8	13C{1H} NMR spectrum for MPQ, recorded on a « JNM-ECZ500R/S1 FT NMR System de JEOL » spectrometer, using TMS as the internal standard and CHLOROFORM-D as solvent.
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