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Fig. S1 Comparison diagram of plasmid DNA and mitochondrial whole gene sequence of various species
A：cow，B：sheep，C：pig，D：Horse，E：Red deer，F：Sika deer
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Bos taurus isolate CDY463 mitochondrion, complete genome
Sequence ID: MN200935.1 Length: 16339 Number of Matches: 1

Range 1: 14973 to 15120 GenBank Graphics

Score Expect  Identities Gaps Strand
268 bits(145) 3e-68  147/148(99%) 0/148(0%) Plus/Minus
Query 1 TIOGTGGAGCATAATAGGTCGACTATOGCAATTCCTATCATG ATARATOGARGGATAA 60

Sbjet 15120 TIOSTGGAGGAATAATAGGTGGACTATGGCAATTGCTATGATGATAMTOGAAGGATARL 15061

Se S AT T

Sbjct 15080 ATGGAKAGCGAAGAATOGGGTAAGGGTTGCTTTGTCTACTGAGAATOCGCCTCAGATTCA 15001

SO it

Shjct 15000 TTCGACTAAATTTGTGCCGATGTATGGG 14973
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Ovis aries breed Iranian Lori cytochrome b (Cytb) gene, complete cds; mitochondrial
Sequence ID: MH938654.1 Length: 1140 Number of Matches: 1

Range 1: 658 to 757 GenBank Graphics

Score Expect  Identities Gaps Strand
180 bits(97) 9e-42  99/100(99%) 0/100(0%) Plus/Minus

Query 1 GGTCTOOGAGTAAGTCAGGCCTCAATAGTACTAGTAGCATGAGGATCACGATTAGTACGA 60

TLCLLTCCL ORI CT T
Sbjet 757 GGICTCOGAGTAAGTCAGGOGTGAATAGTACTAGTAGCATGAGGATGAGGATTAGTAGGA 698

Query 61  TAGCACCTAGGATGTCTTTAACGGTGTAATAAGGCTCGAL 100

LECCLELLCCETLL LT TET TN T
Shjct 697 TACCACCTACGATCTCTTTAATCCTCTAATAACCCTCGAA 658
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Sus scrofa mitochondrion, complete genome
Sequence ID: MK251046.1 Length: 16730 Number of Matches:

Range 1: 15942 to 16202 GenBank Graphics

Score Expect Identities Gaps Strand
472 bits(255) 5e-129  259/261(99%) 0/261(0%) Plus/Minus
Query 1 GTCTOGTGAGAATAGTACAACGATTAGTACGATTAGTATTATAMATARGGCCCCTAGAAT 60

Sbjet 16202 GTCTGGTGAGAATAGTACAAGGATTAGTAGGATTAGTATTATAMTAAGGODCCTAGAAT 16143

Query 61 GTCTTTAATAGTGTAGTATGGGTGAMATGGAATTTTGTCTATGTCTGATCAGATTOCGET 120

Sbjet 16142 GICTTTAATAGTGTAGTATGGOTGAMATGGAATTTTGTCTATGTCTGATGAGATTOCGST 16083

Query 121 AGGGTTGTTGGATOCGGTTTOGTGCAGGAATAGGAGATGTACRGCTGOGACGGOGETALT 180

Sbjet 16082 AGGGTIGTTGGATOUGGTTTOSTGCAGGAATAGGAGATGTACGGCTGCGAGGGCGETALT 16023

Query 181 GATGAATGGCAGGATAMGTGARAGGCCAMGAATCRTGTGAGGETTGCTTTOOCGACGG 240

TECEEECCET LT LTI PP TELTT
Sbjct 16022 GATGAATGGCAGGATAAMGTCAAAGGOGAAGAATOGTGTGAGGGTTGCTTTGTCGACGSA 15963

Query 241 AMGTCCCCTCAGATTCATTC 261

T LI
Shjct 15962 AAAGCCCCCTCAGATTCATTC 15942
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Equus caballus isolate MAC13 cytochrome b gene, complete cds; mitochond!
Sequence ID: MH594487.1 Length: 1182 Number of Matches: 1

Range 1: 566 to 989 GenBank Graphics

Score Expect  Identities Gaps Strand
778 bits(421) 0.0 423/424(99%) 0/424(0%) Plus/Minus

Query 1 GOCACTAAGAGTCAGAACACGCATTGOCTGAGAGGOCGGAATATTATGCTTCGTTGTTTT 60

Sbjct 989 GCCACTAMGAGTCAGAATACGCATTGGCTGAGAGGCOGGAATATTATGCTTCGTTGTTIT 930

Query Bl GATATGTGGAGGGTGGGGATGAGTGCTAGGATCAGGATGGAGACGATTAGGGCTAMTACG 120

Sbjet 929 GATATGTGGAGGGTGGGGATGAGTGCTAGGATCAGGATCOAGAGGATTAGGGCTAATACG  BTO

Query 121 COGCCTAGTTTGTTGGGAATGOAGCOTAGGATOGOSTAGGCARMCAGGAAGTACCATTCT 180

Sbjet 869 CCGOCTAGTTTGTTGGGAATGGAGCGTAGGATGGISTAGGCARMCAGCARGTACCATICT 810

Query 181 GOTTTAATATGAGGGGGAGTGCTGAGAGGGTTAGCTCOGCTCTAGTIGTCTGRGTCTOCT - 240

Sbjct 809 GGTTTAATATGAGGGGGAGTGCTCAGAGGGTTAGCTGGGETETAGTTGICTGGETCTOCT | 750

Query 241 AGGAGGTCOOGOCAGAATAATACTAGAGTTAGTAGGACCAAGATCAGGAGCACGAGTCCT 300

Sbjct 749 AGGAGGTCGGGGGAGAATAATACTAGAGTTAGTAGGAGCAAGATCAGGAGGAGGAGTCCT 690
Query 301 AGGATGTCTTTAATTCTATAATATGGGTGCAATGGGATTTTGTCCATATCGGATCGCATT 360
o oo SRR R
Query 361 CCTGAGCGGTTATTACATCCTGTTTCGTGAACAAATAGTAAATCTACCACTACCAGCGCT 420
o oo OGO ..
Query ¢21 (‘}'f(‘}l‘l 42¢

Sbjct 569 CTGA 566
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Cervus nippon kopschi cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial

Sequence ID: MK069499.1 Length: 700 Number of Matches: 1 I :
Range 1: 495 to 667 GenBank Graphics

Score Expect  Identities Gaps Strand

320 bits(173) 1e-83  173/173(100%) 0/173(0%) Plus/Minus

Query 1 GAACAAGTGTTGATATAGAATAGGATCTCOGOCTOCTGCTGSTCARARMGGTTOTATT 60

PCECLLCCLETTT LT EEEECTE T LTI
Sbjct 667 GAACAAGTGTTGATATAGAATAGGATCTCOSCCTCUTGCTGGGTCAAAAAGGTTGTATT 608

Query 61 TAGGTTTCGGTCTGTTAATAGTATTGTAATTOCGGCTGCTAGTACAGGCAGTGAGAGAAG 120

LECCLLLCULE LT TP T
Sbjet 607 TAGGTTTCGGTCTGTTAATAGTATTGTAATTOCGGCTGCTAGTACAGGGAGTGAGAGAAG 548

Query 121 TAGTAGTACAGCAGTGACTAATACGGATCACACCAATAGAGGOGTTTGATATT 173

DECLLULTCC T LTI LU T TT LTI
Shjct 547 TAGTAGTACAGCAGTGACTAATACGGATCACACGAATAGAGGGGTTTGATATT 495
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Cervus elaphus isolate MH2 cytochrome oxidase subunit | (COI) gene, partial cds; mitochondrial
Sequence ID: KJ205552.1 Length: 618 Number of Matches: 1 F

Range 1: 443 to 615 GenBank Graphics

Score Expect  Identities Gaps Strand
309 bits(167) 2e-80  171/173(99%) 0/173(0%) Plus/Minus

Query 1 GAACAAGTGTTGATATAGAATAGGATCTCOGOCTOCTGCTGOSTCARAMMGGTTOTATT | 60

Sbjct 615 GAATAAGTGTTGATATAGAATAGGATCTCOSCCTCUTGCTGOGTCALAMAAGGTTGTATT 556

Query 61 TAGGTTTCGGTCTGTTAATAGTATTGTAATTOCGGCTGCTAGTACAGGCAGTGAGAGAAG 120

Sbjet 555 TAAGTTTCGGTCTGTTAATAGTATTGTAATTOCGGCTGCTAGTACAGGGAGTGAGAGAAG 496

Query 121 TAGTAGTACAGCAGTGACTAATACGGATCACACAAATAGAGGSGTTTGATATT 173

Shict 495 TAGTAGTACAGCAGTGACTAATACGGATCACACAAATAGAGGGGTTTGATATT 443




