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1. Sequence of the gene for which the primers were designed

LAX3_AT1G77690:
ATGGCGGCAGAGAAAATAGAGACAGTGGTCGCAGGGAATTACTTAGAAATGGAGAGG
GAAGAAGAAAACATAAGTGGTAACAAGAAATCTTCAACTAAAACAAAACTCTCTAATT
TCTTCTGGCATGGTGGTTCTGTCTACGATGCTTGGTTTAGTTGTGCTTCAAATCAGGTG
GCACAAGTTCTGTTGACATTACCATACTCGTTCTCACAACTTGGGATGATGTCGGGAAT
TTTGTTTCAACTCTTTTATGGATTAATGGGAAGTTGGACTGCTTATCTCATTAGTGTTCTT
TACGTTGAATATCGAACTCGTAAAGAACGAGAAAAATTCGATTTCCGTAACCACGTTAT
TCAGTGGTTTGAGGTGTTAGATGGATTGTTGGGGAAACATTGGAGGAACCTTGGATTG
ATCTTTAACTGCACTTTTCTTCTCTTTGGATCTGTTATTCAGCTCATTGCTTGTGCTAGCA
ATATATATTATATTAATGACAAATTGGACAAGAGGACATGGACATACATATTTGGGGCGT
GCTGTGCAACAACTGTTTTTATTCCTTCCTTCCACAATTATAGAATTTGGTCATTCCTCG
GACTCGCTATGACCACTTACACTTCTTGGTATCTCACCATTGCTTCACTCCTTCATGGCC
AGGCTGAGGATGTGAAACACTCTGGTCCAACCACAATGGTGCTTTACTTCACCGGAGC
CACCAACATTCTCTACACCTTTGGTGGCCACGCCGTCACAGTGGAGATAATGCACGCTA
TGTGGAAACCGCAAAAGTTCAAGGCGATATATCTACTAGCGACCATATATGTACTAACG
CTAACGCTACCATCCGCGTCTGCGGTTTATTGGGCGTTTGGCGATAAGCTACTAACTCAT
TCCAATGCGCTCTCTCTTCTCCCTAAGACTGGTTTTAGAGATACCGCAGTGATCCTCATG
CTCATTCATCAATTTATAACGTTCGGATTCGCGTCTACACCGTTATATTTTGTGTGGGAG
AAATTGATAGGTGTGCATGAGACGAAGAGCATGTTCAAAAGAGCCATGGCTAGATTAC
CCGTGGTTGTACCCATATGGTTCTTAGCCATTATCTTCCCCTTTTTCGGACCAATCAATTC
CGCGGTCGGATCTCTCTTAGTTAGCTTCACTGTCTACATCATCCCCGCATTGGCTCATAT
GCTTACCTTTGCTCCTGCTCCTTCAAGAGAGAATGCGGTGGAGAGGCCACCGAGAGTG
GTAGGAGGATGGATGGGGACTTACTGCATAAACATATTTGTGGTGGTTTGGGTATTCGT
AGTTGGGTTCGGGTTTGGAGGATGGGCAAGTATGGTCAACTTTGTTCGCCAGATCGAC
ACTTTTGGTCTCTTTACCAAATGCTACCAATGCCCTCCTCACAAGCCATGA

lAA14_AT4G14550:
ATGAACCTTAAGGAGACGGAGCTTTGTCTTGGCCTCCCCGGAGGCACTGAAACCGTTG
AAAGTCCGGCCAAGTCGGGTGTTGGGAACAAGAGAGGCTTCTCCGAGACCGTTGATC
TCAAACTTAATCTTCAATCTAACAAACAAGGACATGTGGATCTCAACACTAATGGAGCT
CCCAAGGAGAAGACCTTCCTTAAAGACCCTTCTAAGCCTCCTGCTAAAGCACAAGTGG
TGGGTTGGCCACCGGTGAGGAACTACCGGAAAAATGTTATGGCTAATCAGAAGAGCGG
CGAAGCAGAGGAGGCAATGAGTAGTGGTGGAGGAACCGTCGCCTTTGTGAAGGTTTC
CATGGATGGAGCTCCTTATCTTCGGAAGGTTGACCTCAAGATGTACACCAGCTACAAG
GATCTCTCTGATGCCTTGGCCAAAATGTTCAGCTCCTTTACCATGGGGAGTTATGGAGC
ACAAGGGATGATAGATTTCATGAACGAGAGTAAAGTGATGGATCTGTTGAACAGTTCT
GAGTATGTTCCAAGCTACGAGGACAAAGATGGTGACTGGATGCTCGTTGGTGATGTCC
CCTGGCCGATGTTTGTCGAGTCATGCAAACGTTTGCGCATAATGAAAGGATCCGAAGC
AATTGGACTTGCTCCAAGAGCAATGGAGAAGTTCAAGAACAGATCATGA

AXR3_AT1G04250:
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ATGATGGGCAGTGTCGAGCTGAATCTGAGGGAGACTGAGCTGTGTCTTGGTCTTCCCG
GTGGAGATACAGTGGCTCCGGTAACCGGAAACAAGAGAGGGTTCTCAGAGACGGTTG
ATCTGAAGCTAAATCTGAATAATGAGCCTGCAAACAAGGAAGGATCTACGACTCATGA
CGTCGTGACTTTTGATTCCAAGGAGAAGAGTGCTTGTCCTAAAGATCCAGCCAAACCT
CCGGCCAAGGCACAAGTTGTGGGATGGCCACCGGTGAGATCATACCGGAAGAACGTG
ATGGTTTCCTGCCAAAAATCAAGCGGTGGCCCGGAGGCGGCGGCGTTCGTGAAGGTAT
CAATGGACGGAGCACCGTACTTGAGGAAAATCGATTTGAGGATGTATAAAAGCTACGA
TGAGCTTTCTAATGCTTTGTCCAACATGTTCAGCTCTTTTACCATGGGCAAACATGGAG
GAGAAGAAGGAATGATAGACTTCATGAATGAGAGGAAATTGATGGATTTGGTGAATAG
CTGGGACTATGTTCCCTCTTATGAAGACAAAGACGGTGATTGGATGCTCGTCGGCGAC
GTTCCTTGGCCAATGTTCGTCGATACATGCAAGCGTTTACGTCTCATGAAAGGATCGGA
TGCCATTGGTCTCGCTCCGAGGGCGATGGAGAAGTGCAAGAGCAGAGCTTGA

GH3.1_AT2G14960:
ATGGCGGTAGACTCCAACCTCTCTTCGCCCTTGGGACCTCCGGCGTGTGAGAAGGACG
CAAAAGCCCTTCGTTTCATCGAGGAAATGACCCGAAACGCCGACACCGTTCAAGAAA
ACCTTTTGGCGGAGATTCTCGCTCGCAACGCTGACACCGAGTACCTCCGCCGCTTCAA
CCTATGCGGCGCCACCGACCGTGATACCTTTAAAACGAAGATTCCAGTCATTACATACG
AAGATCTCCAGCCAGAGATTCAACGCATTGCTGATGGAGACCGCTCTCCCATCTTATCT
GCCCATCCCATCTCTGAGTTCCTCACTAGCTCTGGAACATCAGCCGGAGAGAGGAAAC
TTATGCCGACCATTAAAGAAGAGCTCGATCGTCGCCAGCTTCTTTACAGTCTCCTCATG
CCCGTAATGAATTTGTATGTGCCGGGTCTAGATAAAGGAAAGGGAATGTACTTTTTGTT
CGTTAAGTCCGAAACAAAGACACCGGGTGGGCTACCAGCTCGACCGGTTTTGACCAG
TTATTACAAGAGTGAACACTTTCGGTCACGGCCGTACGACCCCTACAACGTCTACACA
AGTCCCAACGAAGCCATTCTCTGTCCCGATTCATTTCAAAGTATGTACACTCAGATGCT
ATGCGGCCTCCTTGACCGCCTTTCTGTCCTCCGAGTGGGCGCCGTCTTTGCCTCTGGTC
TCCTCCGTGCCATCCGCTTCCTCCAGCTCCATTGGTCTCGCTTCGCCCATGACATCGAG
TTAGGATGTCTTGACTCCGAGATAACTGACCCGTCTATAAGACAATGCATGTCCGGTATT
CTCAAACCAGATCCTGTCCTGGCAGAGTTCATCCGCCGGGAGTGCAAGTCGGACAATT
GGGAAAAAATCATTACCCGAATTTGGCCAAACACTAAGTACCTTGACGTCATCGTAACT
GGAGCCATGGCTCAGTATATCCCAACGTTGGAATACTATAGTGGTGGTCTTCCGATGGC
TTGCACCATGTACGCCTCCTCCGAGTGTTACTTTGGTTTGAACCTTAACCCAATGAGCA
AACCATCAGAAGTCTCTTACACCATCATGCCCAACATGGCCTACTTCGAGTTCATCCCT
CTCGGTGGCACCAAGGCCGTTGAACTCGTTGATGTAAATATCGGTAAAGAGTATGAAC
TCGTTGTCACGACCTATGCTGGTCTCTGTCGATACCGAGTTGGTGACATCCTTCGAGTC
ACAGGTTTCCATAACTCCGCACCTCAGTTCCACTTCGTGAGGAGGAAGAACGTCCTCC
TCAGCATCGACTCTGACAAGACCGACGAGTCAGAGCTTCAAAAGGCGGTGGAGAATG
CATCAAGTATTCTTCATGAAGAGTGTGGGAGCCGCGTAGCCGAGTACACTAGCTACGC
AGACACAAGCACGATCCCGGGCCACTATGTCTTATACTGGGAGTTGTTAGTGAGGGAT
GGGGCGAGGCAGCCAAGTCATGAGACTCTGACTCGTTGCTGCCTTGGGATGGAAGAG
TCATTAAACTCGGTTTACCGGCAAAGCCGAGTCGCGGACAACTCGGTTGGACCATTGG
AGATTAGAGTGGTGAGAAACGGAACGTTCGAGGAGCTGATGGATTACGCAATCTCAAG
AGGTGCATCAATTAACCAGTACAAGGTACCAAGGTGCGTGAACTTTACACCTATCGTG
GAGTTACTAGATTCTAGGGTTGTGTCGGCGCATTTTAGCCCATCCTTACCGCATTGGAC
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GCCGGAGAGAAGGAGAAGATAA

GH3.3_AT2G23170:
ATGACCGTTGATTCAGCTCTGCGATCTCCGATGATGCACTCACCGTCCACTAAGGACGT
GAAGGCTCTAAGGTTCATTGAGGAGATGACACGTAACGTCGATTTCGTTCAGAAGAAA
GTGATTAGAGAGATACTTAGTCGTAACTCGGACACTGAGTACCTGAAACGGTTTGGTCT
CAAGGGATTCACTGACCGTAAAACATTTAAGACCAAAGTTCCGGTGGTTATCTACGATG
ATCTTAAACCGGAGATTCAACGTATTGCCAATGGTGACCGGTCAATGATCTTGTCTTCTT
ACCCCATCACAGAGTTCCTCACAAGCTCTGGGACATCAGCTGGTGAAAGGAAGTTGAT
GCCAACCATTGATGAAGACATGGACCGACGTCAGCTTTTATACAGTCTTCTCATGCCTG
TGATGAATCTCTACGTGCCCGGATTAGACAAAGGCAAGGCTCTATATTTTTTGTTCGTG
AAGACGGAATCGAAGACTCCCGGTGGATTACCAGCACGTCCGGTGCTCACGAGTTATT
ACAAAAGCGAACAATTCAAGAGACGTCCTAACGATCCGTACAACGTGTACACGAGCC
CTAACGAAGCCATCCTTTGTCCAGACTCATCCCAAAGCATGTACACGCAGATGCTTTGT
GGTCTCCTTATGCGTCACGAAGTCCTCCGTCTCGGCGCCGTCTTCGCTTCTGGTCTCCT
CCGTGCCATTGGATTCCTTCAAACCAATTGGAAAGAACTCGCCGACGATATCTCCACCG
GTACCTTAAGTTCAAGAATCTCTGACCCGGCCATTAAAGAGAGCATGTCCAAGATCTTG
ACCAAACCGGACCAAGAACTGGCTGATTTCATAACTTCGGTATGTGGTCAAGACAATA
GTTGGGAAGGTATTATTACTAAGATTTGGCCTAACACTAAGTACCTTGACGTCATCGTTA
CTGGAGCCATGGCTCAGTATATCCCGATGCTTGAGTACTATAGCGGCGGGTTACCGATG
GCTTGCACGATGTATGCATCGTCCGAGAGTTACTTTGGGATCAACTTGAAACCAATGTG
TAAACCTTCTGAGGTTTCTTATACCATTATGCCAAACATGGCATACTTCGAGTTTCTCCC
TCATCATGAAGTCCCAACCGAAAAATCCGAACTTGTGGAGCTAGCTGATGTCGAGGTC
GGGAAAGAGTACGAGCTTGTGATCACAACCTATGCTGGGCTTAACCGTTATAGAGTTG
GTGATATTCTTCAGGTGACTGGATTCTACAATTCCGCTCCACAGTTCAAGTTTGTGCGG
AGGAAGAACGTTTTGCTTAGCATTGAGTCGGATAAAACCGATGAAGCTGAGCTCCAAA
GCGCGGTTGAGAACGCATCGCTCTTACTTGGAGAGCAAGGAACTCGTGTTATCGAGTA
CACGAGCTATGCAGAGACGAAGACTATACCTGGCCATTATGTCATTTACTGGGAGCTTC
TAGTGAAGGATCAAACCAATCCTCCAAATGACGAAGTCATGGCTCGGTGCTGCTTGGA
AATGGAGGAGTCGTTGAACTCTGTGTATAGACAAAGTCGGGTTGCGGATAAGTCGATA
GGACCACTCGAGATACGTGTTGTGAAGAATGGAACGTTCGAGGAGCTCATGGACTATG
CCATCTCCAGAGGCGCATCGATCAATCAGTACAAGGTGCCGAGGTGTGTGAGTTTCAC
GCCAATAATGGAGCTTCTTGACTCAAGGGTTGTATCTACACACTTCAGCCCAGCTTTGC
CACATTGGTCACCAGAACGTCGTCGTTGA

BRU6_AT4G37390:
ATGGCCGTTGATTCACCTCTTCAATCTCGGATGGTTTCAGCGACGACTTCTGAGAAAGA
TGTGAAAGCTCTCAAGTTCATTGAAGAAATGACTCGGAACCCTGACTCGGTTCAAGAG
AAGGTTCTTGGAGAGATACTGACTCGTAACTCTAACACCGAATATCTGAAACGGTTCGA
TCTTGATGGTGTCGTTGATCGGAAAACGTTCAAGAGCAAAGTTCCGGTGGTTACGTAC
GAAGATTTGAAGCCGGAGATTCAACGTATATCCAACGGCGATTGTTCTCCGATCTTGTC
TTCTCACCCCATCACCGAGTTTCTCACAAGCTCAGGAACATCTGCTGGTGAGAGGAAA
CTAATGCCAACAATTGAAGAAGACTTAGACCGACGTCAGCTTTTATACAGTCTTCTCAT
GCCTGTGATGAATCTCTACGTGCCGGGATTAGACAAAGGCAAAGGGTTATACTTCTTAT
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TCGTGAAGTCGGAGTCAAAGACGTCAGGTGGGTTACCGGCTCGTCCGGTTCTCACGA
GTTATTACAAAAGCGACCACTTCAAGAGACGACCGTACGATCCGTACAACGTCTACAC
TAGTCCTAACGAAGCCATCCTCTGCTCCGACTCGTCCCAAAGCATGTATGCTCAAATGC
TATGTGGTCTCTTAATGCGCCATGAAGTTCTCCGACTCGGCGCAGTGTTTGCTTCCGGT
CTCCTCCGTGCCATAAGCTTCCTCCAGAACAATTGGAAGGAACTTGCTCGTGATATCTC
AACCGGAACCCTAAGTTCTCGAATCTTCGATCCTGCCATTAAAAACCGCATGTCCAAGA
TTTTGACCAAACCTGATCAAGAACTGGCTGAGTTTTTGGTTGGGGTTTGTTCACAAGA
GAATTGGGAAGGGATAATCACAAAGATATGGCCTAACACGAAGTACCTCGACGTGATT
GTTACTGGAGCAATGGCTCAGTATATCCCGACGTTGGAGTACTATAGCGGTGGATTACC
GATGGCTTGCACGATGTATGCTTCGTCCGAAAGTTATTTCGGGATTAACCTAAAGCCGA
TGTGTAAACCCTCGGAGGTTTCTTACACAATCATGCCAAACATGGCCTACTTTGAATTC
CTCCCACATAATCACGATGGAGATGGAGCAGCAGAAGCATCATTAGACGAAACGTCAC
TTGTGGAGCTTGCTAATGTTGAGGTAGGAAAAGAGTACGAACTCGTGATCACGACCTA
CGCGGGGCTCTACCGTTACAGAGTTGGCGACATTCTTCGTGTCACGGGGTTCCATAATT
CCGCTCCACAGTTCAAATTCATACGGAGAAAGAATGTTCTGCTAAGCGTAGAATCCGAT
AAAACCGACGAGGCTGAGCTACAAAAAGCAGTGGAGAATGCGTCGAGGTTGTTTGCA
GAGCAAGGAACACGTGTGATCGAGTACACAAGCTACGCAGAAACGAAGACTATACCG
GGTCATTACGTAATCTACTGGGAGCTACTTGGTAGAGATCAAAGCAATGCTCTTATGAG
CGAAGAAGTCATGGCTAAGTGCTGTTTGGAGATGGAGGAATCTTTAAACTCGGTTTATA
GACAAAGCCGGGTCGCTGATAAATCGATCGGCCCGTTGGAGATACGTGTGGTACGGAA
CGGTACGTTTGAGGAGCTCATGGACTATGCCATCTCGAGAGGCGCATCGATTAATCAGT
ATAAGGTACCGAGGTGCGTGAGCTTCACACCTATCATGGAGCTGCTTGACTCTAGAGTT
GTGTCTGCTCATTTCAGCCCTTCGTTGCCGCATTGGTCACCAGAACGACGTCGTTAG
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2. NMR spectra and HRMS of products.

C1 1H NMR

C1 13C NMR
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C1 19F NMR

C1 HRMS
S1 #33 RT: 0.32 AV: 1 NL: 1.00E9
T: FTMS + p ESI Full ms [100.0000-1300.0000]
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C2 1H NMR

C2 13C NMR
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C2 HRMS
S2 #31 RT: 0.30 AV: 1 NL: 4.32E8
T: FTMS + p ESI Full ms [100.0000-1300.0000]
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C3 1H NMR
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C3 13C NMR

C3 HRMS
S3 #33 RT: 0.32 AV: 1 NL: 8.44E8
T: FTMS + p ESI Full ms [100.0000-1300.0000]
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C4 1H NMR

C4 13C NMR
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C4 HRMS
S4 #53 RT: 0.51 AV: 1 NL: 4.95E7
T: FTMS + p ESI Full ms [100.0000-1300.0000]
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C5 1H NMR
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C5 13C NMR

C5 19F NMR
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C5 HRMS
S5 #31 RT: 0.30 AV: 1 NL: 1.19E9
T: FTMS + p ESI Full ms [100.0000-1300.0000]
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C6 1H NMR
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C6 13C NMR

C6 HRMS
S6 #53 RT: 0.51 AV: 1 NL: 3.82E7
T: FTMS + p ESI Full ms [100.0000-1300.0000]
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C7 1H NMR

C7 13C NMR



16

C7 HRMS
S7 #33 RT: 0.32 AV: 1 NL: 4.21E8
T: FTMS + p ESI Full ms [100.0000-1300.0000]
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C8 1H NMR
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C8 13C NMR

C8 HRMS
S8 #33 RT: 0.32 AV: 1 NL: 8.67E8
T: FTMS + p ESI Full ms [100.0000-1300.0000]
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C9 1H NMR

C9 13C NMR
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C9 19F NMR

C9 HRMS
S9 #33 RT: 0.32 AV: 1 NL: 7.56E8
T: FTMS + p ESI Full ms [100.0000-1300.0000]
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3. FT-IR spectroscopy of products

C1 IR

C2 IR

C3 IR
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C4 IR

C5 IR

C6 IR
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C7 IR

C8 IR

C9 IR


